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Fig. S1. — Phylogenetic hypothesis based on BI of the H3 gene. Numbers on the left of the slash are posterior probabilities and those on the
right bootstrap values derived from maximum likelihood. Unsupported branches not labelled.
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Fig. S2. — Phylogenetic hypothesis based on BI of the COI gene. Numbers on the left of the slash are posterior probabilities and those on the
right bootstrap values derived from maximum likelihood. Unsupported branches not labelled.
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Fig. S3. — Phylogenetic hypothesis based on BI of the 16S gene. Numbers on the left of the slash are posterior probabilities and those on the
right bootstrap values derived from maximum likelihood. Unsupported branches not labelled.
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