
To be or not to be? What molecules say about 
Runcina brenkoae Thompson, 1980 (Gastropoda: 
Heterobranchia: Runcinida)

Ana Karla Araujo, Marta Pola, Manuel Antonio E. Malaquias, Juan Lucas Cervera 

Supplementary material

Scientia Marina 83(3)
September 2019, S1-S4, Barcelona (Spain)

ISSN-L: 0214-8358



S2 •A.K. Araujos et al..

SCI. MAR. 83(3), September 2019, S1-S4. ISSN-L 0214-8358

Fig. S1. – Phylogenetic hypothesis based on BI of the H3 gene. Numbers on the left of the slash are posterior probabilities and those on the 
right bootstrap values derived from maximum likelihood. Unsupported branches not labelled.
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Fig. S2. – Phylogenetic hypothesis based on BI of the COI gene. Numbers on the left of the slash are posterior probabilities and those on the 
right bootstrap values derived from maximum likelihood. Unsupported branches not labelled.
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Fig. S3. – Phylogenetic hypothesis based on BI of the 16S gene. Numbers on the left of the slash are posterior probabilities and those on the 
right bootstrap values derived from maximum likelihood. Unsupported branches not labelled.


